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3 <110> APPLICANT: LIPKA, VOLKER 



4 SCHEELv DIERK 

5 SCHULZE-LEFERT, PAUL 

6 ROSAHL, SABINE 

7 LANDLAG, JORN 



9 <120> TITLE OF INVENTION: POLYNUCLEOTIDES ENCODING A BETA-GLUCOSIDASE AND USES THEREOF 
11 <130> FILE REFERENCE: G1309 US S3 

13 <140> CURRENT APPLICATION NUMBER: 10/506, 670A 

14 <141> CURRENT FILING DATE: 2004-09-03 

16 <150> PRIOR APPLICATION NUMBER: PCT/EP03/02315 

17 <151> PRIOR FILING DATE: 2003-03-06 

19 <150> PRIOR APPLICATION NUMBER: EP 02004400.4 

20 <151> PRIOR FILING DATE: 2002-03-06 
22 <160> NUMBER OF SEQ ID NOS: 9 

24 <170> SOFTWARE: Patent In Ver. 3.3 

26 <210> SEQ ID NO: 1 * 

27 <211> LENGTH: 1683 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Arabidopsis thai i ana 

31 <220> FEATURE: 

32 <221> NAME/KEY: CDS 

33 <222> LOCATION: (1) . . (1680) 
35 <400> SEQUENCE: 1 
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269 Val Trp Ser Leu Leu Asp Asn Phe Glu Trp Asn Ser Gly Tyr Gly Val 

270 450 455 460 

272 Arg Tyr Gly Leu Tyr Tyr lie Asp Tyr Lys Asp Gly Leu Arg Arg Tyr 

273 465 470 475 480 

275 Pro Lys Met Ser Ala Leu Trp Leu Lys Glu Phe Leu Arg Phe Asp Gin 

276 485 490 495 

278 Glu Asp Asp Ser Ser Thr Ser Lys Lys Glu Glu Lys Lys Glu Ser Tyr 

279 500 505 510 

281 Gly Lys Gin Leu Leu His Ser Val Gin Asp Ser Gin Phe Val His Ser 

282 515 520 525 

284 lie Lys Asp Ser Gly Ala Leu Pro Ala Val Leu Gly Ser Leu Phe Val 

285 530 535 540 

2 87 Val Ser Ala Thr Val Gly Thr Ser Leu Phe Phe Lys Gly Ala Asn Asn 
288 545 550 555 560 

292 <210> SEQ ID NO: 3 

293 <211> LENGTH: 5 
2 94 <212> TYPE: PRT 

295 <213> ORGANISM: Artificial Sequence 

297 <220> FEATURE: 

298 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 
2 99 peptide 

301 <400> SEQUENCE: 3 

302 Thr Phe Asn Glu Pro 

303 1 5 

306 <210> SEQ ID NO: 4 

307 <211> LENGTH: 5 

308 <212> TYPE: PRT 

309 <213> ORGANISM: Artificial Sequence 

311 <220> FEATURE: 

312 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

313 peptide 

315 <22 0> FEATURE: 

316 <221> NAME/KEY: MOD_RES 

317 <222> LOCATION: (1) 

318 <223> OTHER INFORMATION: He or Val 
320 <400> SEQUENCE: 4 

W--> 321 Xaa Thr Glu Asn Gly 

322 1 5 

325 <210> SEQ ID NO: 5 

326 <211> LENGTH: 534 

327 <212> TYPE: PRT 

328 <213> ORGANISM: Arabidopsis thaliana 

330 <400> SEQUENCE: 5 

331 Met Tyr Ser Lys Lys Asn Ser Phe Gly Arg Ser Asp Phe Pro Glu Gly 

332 15 10 15 

334 Phe Leu Phe Gly Thr Ala Ser Ser Ala Tyr Gin Tyr Glu Gly Ala Arg 

335 20 25 30 

337 Asn Glu Ala Pro Arg Gly Glu Ser Val Trp Asp Thr Phe Val Arg Lys 

338 35 40 45 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/506, 670A 



DATE: 09/12/2006 
TIME: 15:27:15 



Input Set : F:\G1309US3.txt 

Output Set: N:\CRF4\09122006\J506670A.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:4; Xaa Pes. 1 
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VERIFICATION SUMMARY DATE: 09/12/2006 

PATENT APPLICATION: 0S/1O/5O6, 670A TIME: 15:27:15 

Input Set : F:\G1309US3 .txt 

Output Set: N:\CRF4\09122006\J506670A.raw 

L:321 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 after pos . : 0 
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